KomeHTtapu

Lam

wam 1 ot EARS-Net 2021; neHnumaunum (blaTEM-1), xuHonoHM (gyrA S83L); reHTamuLMH
(aac(3)-lid); AMC Ha nbpBO HMBO TPA6Ba Aa ce UHTEpPNPEeTUpa cnopes rpaHNYHUTE CTOMHOCTU

1 E. coli EARS 21/1
3a nepopanHa ynotpeba n cnpamo Tvna Ha ypouHdbekumata => npu MIC=8 cneaga pa e | 3a
YCNOXKHEHWN YPOUHbEKLMN

2 E. coli EARS 22/2 wam 2 ot EARS-Net 2022; 6etanakramu ESBL (blaOXA-1, blaCTX-M-15), xuHonoHwu (aac(6')-1b-
cr, gyrA S83L, gyrA D87N, parC S80I, parC E84V, parE 1529L); amukaumH (aac(6')-1b-cr);

3 E. coli NCTC 13846 PedepeHTeH Wam 3a n3nuteaHe Ha KOAUCTUH (mcr-1.1) MIC=4; neHuunamum (TEM-1B),
uedanocnopunm (blakC), xsuHononu (gyrA_D87Y, gyrA_S83L, parC_S80I, parE_S458A);
reHTamuumH (aac(3)-Via); Tpumetonpum/cyndametorcason (dfrA14, sull)

PedepeHTeH Wam 3a u3nuTBaHe Ha 6eTanakTamasHu nHxMbUTopu; ESBL beTanaktamu
(blaSHV-18, blaOKP-B-6, blaOXA-2), cefoxitin (3ary6a Ha nopuH OmpK36), reHTamnuuH
K. quasipneumoniae/ pneumoniae ATCC (ant(2")-1a), uunpognokcaumr (edayke OGxB, acr); .

4 700603 -Mpu AMC 3a HeycnoXXHeHU ypouHdeKLmum ce 3aumTa 3a BepeH Kol ga e oTroBop , nopaau
pasmuHaBaHe B MIC=8 (S) 1 30HaTa Ha 3aapb}KKa 15mm (R);

-Mpu meHUHruTU uunpodnoKcaumnHa ce uanutea ¢ MIC n 6peiiknoiiHTa e 0.125, 1.e 0.5 ce
oKasBga R!

5 P.aeruginosa EARS 22/5 EARS-Net 5 2022- 6etanaktramu (blaOXA-485/488), 3a AMC Bx. 1

6 K. pneumoniae 21/2 wam 2 ot EARS-Net 2021; ESBL+AmpC; 6etanakramu (blaSHV-110, blaCMY-2)

7 K. oxytoca 4515 KAnHMYeH wam, R Ha aMOKCULUMANH/. KNaB. U XMHONOHM

8 P. mirabilis - 4305 KnnvHuyeH wam MDR, ESBL+AmpC

9 P. mirabilis - 4308 Knnunuyen wam MDR, ESBL+AmpC (CAZ-S/ FEP-R)

10 S. aureus MRSA 4639 KnvHuuyeH wam MRSA , mecA+ (PCR- noTBbpAeH)

11 S. hominis 9 MRS KnvHuueH wam MRS, mecA+ (PCR- noTBbpAaeH)

12 s. sciuri MRS, INSTAND 2021 wam 5 ot koHTpon INSTAND 2021, MRS,

-npu GpNyopoXMHONOHM ce npuemart 3a BepHu | u R, nopagy HeobuyaeH dpeHotun (NOR
screen e 22mm= |, Ho cnopes, 30HuTe n MIC BCMUYKM XMHONOHM TpabBa aa ca R)

13 M. catarrhalis - 170 KnnHuyeH wam

14 E. faecium - 5088 KnuHnyeH wam VanR+, HLAR-

15 E. faecalis - 4822 KnnHuyeH wam VanR+, HLAR-

16 E. avium KnmHunyeH wam, gue tmn

17 P. aeruginosa 4557 KnnHunyeH wam

18 P. fulva - 4657 KnnHuyeH wam, MDR

19 E. coli - 4384 KnnHuyeH wam ESBL

20 Corynebacterium urealyticum - 18/Il KnvHnyeH wam m3npaiaH npes 2018r Ha HauMOHaNEH BbHLUEH KOHTPOA

21 M. morganii - 4324 KnnHnyeH wam AmpC

22 P. rettgeri - 4561 B KnmHunyeH wam, gue tmn

23 Str. dysgalactiae- 178 KAnHW4eH, rpyna C

EARS-NET

EBpOI‘IeﬁCKa MpeXKa 3a Haa30p Ha MHBA3MBHU N30N1aTWU.




BAPUAHTU 1

Huso Pop, Bua/ Wam AMP 2/10 AUG FOX CAZ FEP MEM GN 10/30 CIP LEV STX COL VAN
| |Klebsiella oxytoca 4515 6 R 13 R 22 S 25 S 28 S 31 S 21 S 6 R 10 R 25 S - R
| |Escherichia EARS 21/1 compl. UTI 6 20mm_MIC8| | 25 S 28 S 31 S 32 S 6 R 24mm_MICO.5 | | 22 I 6 R - R
| |Proteus mirabilis - 4305 6 R 6 R 6 R 6 R 20 R | 26mm_MIC1 S 7 R 7 R 6 R 6 R - R
| |Staphylococcus aureus MRSA 4639 7 R 15 R 11 R - R 17 R 15 R 21 S 25 | 27 I 28 S - S
| |Moraxella catarrhalis - 170 9 R 23 S 30 SIR 31 R 26 S 38 S 26 SIR 33 S 33 S 25 S - R
Il |Enterococcus | faecium - 5088 7 R 7 R 7 R 7 R 6 R 27 S 7 R 19 R - R 6 R
Il |Pseud. aerugil 4557 6 R 6 R 23 I 28 | 27 S 28 SIR 32 | 6 R 2 S - R
Il |Escherichia coli - 4384 6 R 21 S 16 R 20 R 31 S 7 R 7 R 7 R 0.5 S - R
Il |Corynebacterium |urealyticum - 18/l 6 R 6 R 6 R 6 R 6 R 6 R 30 | 6 R - R 23 S
Il |Morganella morganii - 4324 6 R 15 R 10 R 33 S 27 S 22 S 28 S 20 S 64 R - R
Il |Streptococcus dysgalactiae- 178 MiC<2 S MIC<2 | SIR - R S S 2- | MICO0.5 S - R MIC<0.25| S
Il |Pseud aerugil 4557 6 R 6 R 23 I 28 | 27 S 28 I 6 R 2 S - R
Wl |Corynebacterium |urealyticum - 18/Il 6 R 6 R 6 R 6 R 6 R 6 SIR 6 R - R 23 S
Wl |Morganella morganii - 4324 6 R 15 R 10 R 33 S 27 S 22 S 20 S 64 R - R
Il |Escherichia coli EARS 22/2 6 R 23 S | 22mm_MIC2 | 27mm_MIC1 | S 31 S 21 R 6 R <1 S - R




BAPUAHTU 2

Huso Pog Bua/ wam AMP 2/10 AUG FOX CAZ FEP MEM GN 10/30 CIP LEV STX COL VAN
| |Klebsiella pneumoniae ATCC 700603 6 R 12 R 10 R 26 I 28 S 13 R 23mm/MICO0.5 | 27 S 21 S - R
| |Escherichia coli NCTC 13846 6 R | 17mm/MIC8 S 13 R 25 S 29 S 29 S 23| S 6 R 6 R 6 R - R
I |Proteus mirabilis - 4308 6 R 9 R 14 R 28 S 9 R 28 S 6 R 30mm/MIC0.125 S 31 S 6 R - R
| |Staphylococcus |hominis 9 - R 29 R ]19-21] R - R - R - R |16| R 25 | 26 I | 6mm/MIC>4| R 0.5 S
| |Moraxella catarrhalis - 170 9 R 23 S 30 |SIR| 31 R 26 S 38 S 26 | SIR 33 S 33 S 25 S - R
Il |Enterococcus faecalis - 4822 MIC<2] S - R - R - R - R 6 6 R - R 13mm_MIC1 | S
I_|p / aerugi EARS 22/5 6 R 6 R 6 R 12 R 24 S 20 6 R| 2 S - R
Il |Klebsiella pneumoniae EARS 21/2 6 R 6 R 6 R | 23mm_8MIC| R MIC1 S 21 6 R| <1 S - R
Il |Staphylococcus |sciuri INSTAND 2021 14 R 13 R 6 R 14 R 12 R 24 26 S - R 1 S
Il |Providencia rettgeri - 4561 B 6 R 25 S 31 S 32 S 31 S 21 17 S| 64 R - R
Il |Enterococcus avium 18 S 22 R 10 | R 21 R 11 R 23 16mm_NOR16mm | 7 R| - R 17 S
Il |Pseudomonas |fulva - 4657 6 R 6 R 7 R 20 R 6 R 6 6 R 1 S - R
Il |Staphylococcus |sciuri INSTAND 2021 14 R 13 R 6 R 14 R 12 R 24 26 S - R 1 S
Il |Providencia rettgeri - 4561 B 6 R 25 S 31 S 32 S 31 S 21 17 S| 64 R - R
Wl |Escherichia coli NCTC 13846 6 R 13 R 25 S 29 S 29 S 23 6 R| 4 R - R




BAPUAHT 3 - camo 3a BTOpO HMBO

Huso Poa Bua/ wam AMP 2/10
I} Enterococcus avium 18 S
I} Pseud: aerug 4557 6 R
I} Klebsiell p iae ATCC 700603 mMeHUHTUT 6 R
Il |Staphylococcus |hominis 9 16 R
Il |Proteus mirabilis - 4305 6 R

AUG

FOX CAZ FEP MEM GN 10/30 CIP LEV STX COoL VAN
- R - R - R - R 23 S | 19mm_NOR16mm | S 7 R - R 17 S
6 R| 23 | 28 | | 27 S 28 | SIR 32 | 6 R 2 S - R
12 | R 10 R 26 | | 28 S 13 R 23mm/0.5MIC R 21 S 1 S - R
19-21] R - R 25 | R 26 R 16 R 25 | 6mm/MIC>4 R - R 0.5 S
6 R 6 R 20 | R| MIC1 S 7 R 7 R 6 R - R - R




